BIOTECHNOLOGY ^ 
SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application, Serial. Number: 



Source: 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQlfENCE LISTFNGS, PLEASE USE THE CHECKER 
VERSION 4.2 PROGRAM . ACCESSIBLE THRQUGH TllE^a^ 
TRADEMARK OFFICE WEBSITE SeIe BELOW FOR ADDRESS^- - " 
http://\vww. uspto.gov/wcb/ofrices/pac/checker/chkrnote.litm 



Applicaius subnuuing gcnetjc sequence iiifornuilioii eleclromcally on diskette or CD-Roin sliould be aware thai there is 

a possibihiy lliat the disk/CD-Roin may have been alTecled by irealmeiU given to all uKoniuig mail. 

Please consider using ahemate metliods of submission for the disk/CD-Rom or replaccmcni disk/CD-Rom 

Any reply includinK a seouence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead should be sent via tlie follovvine to the indicated addresses: 

1 EF$-Bio (<httr)://w\vw.usnto.gov/cbc/cfs/do\vnloads/documcnts,htin> , EPS Submission 

User Manual -ePAVE) 

2. U.S. Postal Semcc: Commissioner for Patents, P.O. Box 1450, Alexandna, VA 22313-1450 

3. Hand Carry, Federal Express, United Parcel Sci-vicc, or other delivei7 sen ice (EFFECTIVE 06/05/04): 

V v. U.S. Patent and Trademark OniGe,.220.50'** Suect S., Customer Window; -Mail Slop Sequence, Ciystal' Plaza Two? :L6bby; 
Room 1 803, Arlington, VA 22202 



Revised 05/17/04 



Ra If Sequence I Jittn ^ Error Summacy ^ 



rRR pRDCTCCrCD SUCCCSTCD COHRCCTION SGRIAL NUMBER 

ATTN: NEW tlUtCS CASES: TLCASC DtSRCCARO CNCLISIC -ALMIA- ItCAOEl^ 



RIAL NUMBER:.. 

- aCADERL WHICH WERE INSERTED DY TTO 



SOFTWaRC 



I Wnppcd Muclcics 

Wrapped Aminos 



The ftomber/iexl »( iKc cad of cich line -wrapped" down lo ihc next line. This may occur if your file 
WM fcrfteved in a word pf6cc$$of after creating it. Please adjust your right margin to .3; this will 
prevent "wtjpping." 



_:lnvaUd Uoc Unglh TKc nilcs require that a line not exceed 7/characUfj in length. Ui$ includes while spaces. 



Misaligned Amino 
Numbering 

Non-ASCII 



i Variabtc Length 



6 Palcntin 2.0 

"bug" 



7 Skipped Sequences 

(OLORULCS) 



8 Skipped Sequencer 

(NGW RULCS) 



0 Use of n s Of Xaa s 

(NliW RULCS) 



10 Invalid/^2I3> 

Response 



II l/Uscof<220> 



12 Patcndn 2.0 

"bug" 




The numbering under each 5*" amino acid is misaligned. Do nol use lab codes between numbers: 
vse space chiraetcrt. instead. 

The submitted flic was not la^^^ln ASdl(CK)Srtcxi; as rcqu^^ b)r|hc Sequence Rules Picasc 
ensure your subieq'ucol submission li saved In ASCII IciL 

■-'i- --^ ■ ■ ' 

Scquencc(s) contain n's or Xaa*s rcprcscniing more than one v^siduc. Per Sequence Rulcj, 

cachn orXaa can only represent a single residue. Please pfcscni the maximum number ofcjch 
residue having variable length and indicate in the <220> <22)> section that some may be missmg 

A "bug" in Patcniln version 2 0 has caused ihc <220>-<22i> section to be missing from amino ac»J 

sequences(s} Normally, Patenlln would auiomatically generate this section f»on\ ihe 

previously coded nucleic acid sequence Please manually copy ihc relevant <220>-<22)> seciion lo 
the subsequent amino acid sequence This applici to the mandatory <220>-<223> stclioni Ur 
Anificial or Unknown sequences. 

Scquencc(s) missmg If mtcnnonal. p)cJK mscn ihc rollowing lines for each skippcfl \fqurii(i 

(2) INFORMATION TOR SGQ ID NO X (mscn SCQ 10 NO wl»cfc ' X" is shown) 
(t) SCQUCNCC CMaRaCTCRISTICS (Oo nO( mscn any subl»cjdings under ilus '.caJmiji 

(»») SCQUtNCG OrSCRIPTlON StQ 10 NO X J.nscrt SLQ ID NO w»»cre *'X' is shotvn) 
This sequence is micntionatly skipped 

Please also adjust the '(ii) NUMOGR "OF SCQUGNCGS ' fcsponsc io include ihc skippn) sctina-^i s 

Sequcnce(s) rrussmg If intentional, please «nsf»i ihe folto^viot: lines for e acli sk.piK «( so|"^ ' 

<2I0> sequence id number 
<400> sequence id numbcf 
000 

s 

Use of n s and/of XaJ S hive been detected m (he Sequence Lisimf; 

■Per I 82) of Sequence Rules, use of <220> <22)> »s MANDATORY if n s or Xju s arc pKscm 
In <220> lo <22)> section, please cuplam location of n or X»a. and wtuch residue n oi Xia represents 

Per 1.823 of Sequence Rules, the only valid <2I)> responses 3fc Unknown. Anificol Sequence o« 
scicnlific name (Gcnus/species) <220> <223> scciton is required when <2l 3> response is Unkno^vn oi 
is Artificial Sequence 



Scquencc(s)yV^'V ^ nn/iAhSU I ' ^"^ SlIP^^' tfe ' " '-^ 

Use of <220> JO <223> is MANDATORY if <2I)> 'Ofg^nisnr rcsponscis "Artificial Sequence" or. 
**Unknow(\." Please cuplain source of genetic material jn^<220> \o <223> section. 
(See Tcdcral Register," M^umZ\ Vol. 63, No. 104. pp. 2%3M2) (Sec. 1 .823 of Sequence Rules) 

Please do nol use "Copy lo Disk" function of Paientin version 2 0. This causes a corrupicd file, 
resulting in missing mandatory numeric idcnlificrs and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means lo copy file to floppy disk. 



1 3 Misuse of n/Xaa "n" can only represent a single nucleotide : "Xaa^ can only represent a single amino acid 
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IFWO 



RAW SEQUENCE LISTING DATE: 10/18/2004 

PATENT APPLICATION: US/10/714,781 TIME: 14:26:45 

Input Set : A:\57431615.app 
Output Set: N:\CRF4\10182004\J714781.raw 

3 <110> APPLICANT: LOOSMORE, SHEENA MAY 

4 MINKE, JULES MAARTEN 

6 <120> TITLE OF INVENTION: RECOMBINANT VACCINE AGAINST WEST NILE VIRUS 
8 <130> FILE REFERENCE: 574313-3161.5 

10 <140> CURRENT APPLICATION NUMBER: 10/714,781 

11 <141> CURRENT FILING DATE: 2003-11-17 

13 <150> 

14 <151> 

16 <150> 

17 <151> 

19 <150> PRIOR APPLICATION NUMBER: 10/116,298 OOSS ij^O^ ^^^P'^ 

20 <151> - - - - 

22 <150> 

23 <151> 

25 <150> 

26 <151> 

28 <150> 

29 <151> 

31 <160> NUMBER OF SEQ ID NOS : 85 
33 <170> SOFTWARE: PatentIn Ver. 3.2 



PRIOR 


APPLICATION 


NUMBER: 


10/679,520 


PRIOR 


FILING DATE: 


2003-10 


-06 


PRIOR 


APPLICATION 


NUMBER: 


10/374, 953 


PRIOR 


FILING DATE: 


2003-02 


-26 


PRIOR 


APPLICATION 


NUMBER: 


10/116,298 


PRIOR 


FILING DATE: 


2002-04 


-04 


PRIOR 


APPLICATION 


NUMBER : 


60/281, 923 


PRIOR 


FILING DATE: 


2001-04 


-06 


PRIOR 


APPLICATION 


NUMBER : 


10/676, 502 


PRIOR 


FILING DATE: 


2003-09 


-30 


PRIOR 


APPLICATION 


NUMBER: 


PCT/FR02/01200 


PRIOR 


FILING DATE: 


2002-04 


-05 




ERRORED SEQUENCES 



631 
632 
633 
634 
W--> 63 
636 

641 
645 
646 
647 
648 

W--> 650' 

650 
^651 
eM^> 653 
654 




<210> SEQ ID NO: 45 
<211> LENGTH: 10 
<212> TYPE: PRT 
< 213> ORGANISM : Artificial 
<220> FEATU RE : _____ 

<223> OTHER I NFoRMAtlUNlTie script ion of Artificial Sequence 

peptide 
<400> SEQUENCE: 45 

Leu Leu Phe Leu Ser Val Asn Val His Ala 
15 10 
<210> SEQ ID NO: 46 
<211> LENGTH: 8 
<212> TYPE: PRT 

:22 0> FEATURE 
<2T3> OTHER TNFORMATI 

peptide 
<400> SEQUENCE: 46 
Lys Pro Thr lie Asp Val Lys Met 



Synthetic 



r 

FORMATION: Description of Artificial Sequence: Synthetic 



± 
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RAW SEQUENCE LISTING DATE: 10/18/2004 

PATENT APPLICATION: US/10/714,781 TIME: 14:26:45 

Input Set : A:\57431615.app 
Output Set: N:\CRF4\10182004\J714781, raw 

655 1 5 

714 <210> SEQ ID NO: 50 

715 <211> LENGTH: 8 

716 <212> TYPE: PRT 
_JiGAWISM-r-vArtif icial Sequence^ 

<220> FEATUREi^-^ <t> I ^ ' 

INFORMAJTION: Description of Artificial Sequence: Synthetic 
peptide 
^722 <400> SEQUENCE: 50 

723 Lys Pro Thr lie Asp Val Lys Met 

724 1 5 

728 <210> SEQ ID NO: 51 

729 <211> LENGTH: 10 
73 0 <212> TYPE: PRT 

r> ORGANISW^^ Artif iyci^l Sequence / 

W--> 733/<220> FEATURE;^' S> / /7 

INFORMATION: Description of Artificial Sequence: Synthetic 
1/ 734 peptide 
fm^me <400> SEQUENCE: 51 

^ 737 Met Thr Gly lie Ala Val Met lie Gly Leu 
738 1 5 10 

2420 <210> SEQ ID NO: 63 

2421 <211> LENGTH: 9 

2422 <212> TYPE: PRT 

2423y<2l5>--©R^?5NT^R Sequence/ 
W--> 242/ <2^0> FEATUREj^,...,.<-_ yl> / S //? i^^'T 

2425S^ I 3 23> OTI i E R:'"TNFORMATgON: Description of Artificial Sequence: Synthetic 
/ / 2426 peptide 
^^(>J1A2S <400> SEQUENCE: 63 

^ 2429 Thr Gly He Ala Val Met He Gly Leu 
2430 1 5 

2453 <210> SEQ ID NO: 65 

2454 <211> LENGTH: 10 

2455 <212> TYPE : PR T 

2456 <^,3c^5^'"ORGSJlS?rr^ Seauence J 

W--> 2455^^20> FEATURE: ^ S> I S j 

2458<?2:r > OTHER IN FdRMATION: Description of Artificial Sequence: Synthetic 
f y 2459 peptide 
/^|C^2461 <400> SEQUENCE: 65 

^ 2462 Met Thr Gly He Ala Val Met He Gly Leu 
2463 1 5 10 

4436 <210> SEQ ID NO: 83 

4437 <211> LENGTH: 12 

4438 <212> TYPE: PRT 

Artif icial^Sequen ce 
W.-> 4441(<220> FEATXJRE^ I / /O fC/^T 

4441 <'2 23> OTH EITInfORMATION: Description of Artificial Sequence: Synthetic VQH6 

4442 amplified fragment 
444 <400> SEQUENCE: 83 
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10/18/04 



Page 3 of 5 



RAW SEQUENCE LISTING • DATE : ' 10/18/2 004 

PATENT APPLICATION: US/10/714 , 781 TIME: 14:26:46 

Input Set : A:\57431615.app 

Output Set: N:\CRP4\10182004\J714781.raw 

4445 Val lie Arg Gin Gly Glu Asn Glu Thr lie Cys Ser 

4446 1 5 10 
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VERIFICATION SUMMARY DATE: 10/18/2004 

PATENT APPLICATION: US/10/714,781 TIME: 14:26:47 



Input Set : A:\57431615.app 

Output Set: N:\CRF4\10182004\J714781.raw 

636 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:45 

639 M:200 E: Mandatory Header Field missing^_^^<22Ja>--Tag not found for SEQ ID#:45 

650 M:258^^ Mandatory Feature missing, <25o> Tag not found for SEQ ID#:46 

653 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:46 

719 M : 258 "wT Mandatory Feature missing, <220> fag^ not found for SEQ ID#:50 

722 M:200 E: Mandatory Header Field missing, <220>.Tag not found for SEQ ID#:50 

733 M:258 vfT^Mandatory Feature missing, <220> Tag not found for SEQ ID#:51 

736 M:200 ^x^Mandatory Header Field missing, <220> Tag not found for SEQ ID#:51 

2163 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 60 

2425 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:63 

2428 M:200 ^^E>H^andatory Header Field missing, <220> Tag not found for SEQ ID#:63 

2458 M:.258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:65 

2461 M:200 ^E^^andatory Header Field missing, <220> Tag not found for SEQ ID#:65 

4441 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:83 

4444 M:200 E: Mandatory Header Field missing, <220> Tag not found for SEQ ID#:83 
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